Background: Pancreatic cancer is a malignant neoplasm arising from malignant cells which form the pancreas. It is the fourth leading cause of cancer deaths, being responsible for 6% of all cancer-related deaths. Pancreatic cancer is difficult to be diagnosed in its early stages. One major problem is that it metastasizes to regional lymph nodes and later to the liver or to the peritoneal activity and other organs, like lungs. The discovery of new biomarkers for early prognosis, and/or for predicting metastasis to lungs is essential. The present study aims to determine possible genes that are correlated with pancreatic cancer, as well as with other types of malignancies, including lung cancer.
Results:
The microarray experiments demonstrated 9 different genes that are over-expressed in pancreatic cancer. Among them, the TLR8, LYZ and PF4 are expressed only in pancreatic and differentiated lung cancer cell lines. The QPCT, PLEK and CELF2 are expressed in all cell lines as well as in normal samples. The MNDA gene is expressed only in primary pancreatic cancer and in T47D cell line. Furthermore, the C3AR1 is expressed in all cases apart from breast and lung CSCs. Finally, SH2D1A is not expressed in colorectal cancer, lung CSCs and in normal samples. Conclusions: According to literature and experimental data, there are many biomarkers for pancreatic cancer. PF4 and LYZ are two of them. It has been shown that among toll-like receptors, many of them have been correlated with this type of cancer. However there is no correlation with TLR8. It is remarkable that the above genes are expressed only in pancreatic and differentiated lung cancer cells, demonstrating the common features displaying both types of cancer, as well as the common therapeutic approaches. It is also noteworthy that the above genes are not classified as lung cancer biomarkers. Therefore, they might be considered not only as pancreatic cancer biomarkers, but as potential indicators of metastasis to the lung. It is essential to perform further studies in other cancer cell lines and in more samples, so as to be used clinically. However the first results are quite encouraging. 
Symbol Description Role

TLR8
Homo sapiens toll-like receptor 8
Toll-like receptor family which plays a fundamental role in pathogen recognition and activation of innate immunity.
LYZ Homo sapiens lysozyme
This gene encodes human lysozyme (LYZ), whose natural substrate is the bacterial cell wall peptidoglycan.
MNDA
Homo sapiens myeloid cell nuclear differentiation antigen
These genes participate in blood cell-specific responses to interferons. This gene encodes human pituitary glutaminyl cyclase, which is responsible for the presence of pyroglutamyl residues in many neuroendocrine peptides.
PLEK Homo sapiens pleckstrin
Pleckstrin is a protein found in platelets. Diseases associated with PLEK include aarskog-scott syndrome, and centronuclear myopathy.
CELF2
Homo sapiens CUGBP, Elav-like family member 2 Members of this protein family regulate pre-mRNA alternative splicing and may also be involved in mRNAediting, and translation.
PF4
Homo sapiens platelet factor 4 (chemokine (C-X-C motif) ligand 4)
This protein is chemotactic for numerous other cell type and also functions as an inhibitor of hematopoiesis, angiogenesis and T-cell function.
SH2D1A
Homo sapiens SH2 domain protein 1A
This gene encodes a protein that plays a major role in the bidirectional stimulation of T and B cells. This protein contains an SH2 domain and a short tail. Table 1 : Analysis of genes that were studied.
